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<211> LENGT.
<212> TYPE:

H: 106
PRT

<213> ORGANISM: Homo sapiens
<220> FEATURE:
KEY: P22A-1D1 VL
ION: (1)..(106)

<221> NAME/
<222> LOCAT

<400> SEQUE:

NCE: 433

Asp Ile Gln Leu Thr Gln Ser Pro

1

Asp Arg Val

Leu Ala Trp
35

Tyr Ala Ala
50

Ser Gly Ser

Glu Asp Phe

Phe Gly Leu

<210> SEQ I
<211> LENGT
<212> TYPE:
<213> ORGAN
<220> FEATU
<221> NAME/
<222> LOCAT

5

Thr Ile Thr Cys Arg

20

Tyr Gln Gln Lys Pro

40

Ser Thr Leu Gln Ser

55

Gly Thr Glu Phe Thr

70

Ala Thr Tyr Tyr Cys

85

Gly Thr Lys Val Glu

100

D NO 434
H: 351
DNA

ISM: Homo sapiens

RE:

KEY: P22A-1D1 VHnu
ION: (1)..(351)

<400> SEQUENCE: 434

gaggtgcage
tcctgtgeag
ccagggaagyg
gactccgtga
caaatgaaca

tactacggta

<210> SEQ I
<211> LENGT
<212> TYPE:
<213> ORGAN
<220> FEATU
<221> NAME/
<222> LOCAT

tggtggagtc
cctetgggtt
ggctggagtg
agggccgatt
gectgagage
tggacgtetyg
D NO 435

H: 318
DNA

tggaggaggce

caccgtcagt

ggtctcagtt

caccatctcce

cgaggacacg

dggccaaggy

ISM: Homo sapiens

RE:

KEY: P22A-1D1 Vlnu
ION: (1)..(318)

<400> SEQUENCE: 435

gacatccagt

atcacttgee

gggaaagcce

aggtttageg

gaagattttyg

accaaggtygg

tgacccagte

gggccagtca

ctaagctect

gcagtggatce

caacttatta

aaatcaaa

tccatcctte

gggcattage

gatctatget

tgggacagaa

ctgtctacac

Ser Phe Leu
10

Ala Ser Gln
25

Gly Lys Ala

Gly Val Pro

Leu Thr Ile

Leu His Leu
90

Ile Lys
105

ttgatccage
agcaactaca
atttatageg
agagacaatt
gecgtgtatt

accacggtca

ctgtctgeat
agttatttag
gcatccactt
ttcactctca

cttaatagtt

Ser Ala Ser
Gly Ile Ser
30

Pro Lys Leu
45

Ser Arg Phe
60

Ser Ser Leu

Asn Ser Tyr

ctggggggte
tgagctgggt
gtggtagcac
ccaagaacac
actgtgcgag

cegtetecte

ctgtaggaga
cctggtatca
tgcaaagtgyg
caatcagcag

acaggacgtt

Val Gly

Ser Tyr

Leu Ile

Ser Gly

Gln Pro
80

Arg Thr
95

cctgagacte
cegecagget
atactacgca
gctgtatett
agatcgagac

a

cagagtcacc
gcaaaaacca
ggtcccatca
cctgcagect

cggcctaggg

60

120

180

240

300

351

60

120

180

240

300

318




